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Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.
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Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.
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Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.
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Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.



4. Genetik uzakliklar
ve nUkleotid

substitiusyon
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Ancestral sequence
RACCTGETGCA

Segl AATCTETETA Segd ATCCTGEEETT

& * dr L

Seqgl AATCTCETETA
seg2 ATCCTEEETT

i & ] *®

0.7 4
0.6 4
0.5 4
0.4 4
0.3 4
0.2 -
0.1 4

Saturation

1

A

(-plax +bug+eny)

BN,
hux,
JIE

i L T
auxe b CliRy
—[HgE  +idNg +emy | alx; E[lTy
o — Bk + R+ [ ) Juxy

TE i, - i, +kE -+

Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.
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Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.
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Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.
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Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.
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