14. Genomlar ve Genomik
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1 Cut many genome copies into random fragments.

2 Sequence each fragment. l
3 Owverlap sequence reads.
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Reference: Griffiths, A. J., Wessler, S. R., Lewontin, R. C., Gelbart, W. M., Suzuki, D. T., & Miller, J. H. (2005). An introduction to genetic analysis. Macmillan.



Repeat additions
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Reference: Griffiths, A. J., Wessler, S. R., Lewontin, R. C., Gelbart, W. M., Suzuki, D. T., & Miller, J. H. (2005). An introduction to genetic analysis. Macmillan.



Map of Binding Sites onto the Genome
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Reference: Griffiths, A. J., Wessler, S. R., Lewontin, R. C., Gelbart, W. M., Suzuki, D. T., & Miller, J. H. (2005). An introduction to genetic analysis. Macmillan.



1 Cross-link proteins to DMA.

2 Break the chromatin into small pleces.
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3 Add antibody to target 4 Rewverse cross-links to separate
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GENOTYPES PHEMOTYPES
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Reference: Griffiths, A. J., Wessler, S. R., Lewontin, R. C., Gelbart, W. M., Suzuki, D. T., & Miller, J. H. (2005). An introduction to genetic analysis. Macmillan.
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Reference: Griffiths, A. J., Wessler, S. R., Lewontin, R. C., Gelbart, W. M., Suzuki, D. T., & Miller, J. H. (2005). An introduction to genetic analysis. Macmillan.



Ratrovirus Capsid entars
hest call and

Enwalope
P leavaes envalopa

N S
CEIFSJI:IR____H R H_‘_E:Tnmmhranﬂ.
‘_,,/"'J /y Host call
ArA

3 -
3 e B P . I-H:'St
i . Reverse 6 - "
i | T LY ) | — 5
@ Y NS ==~ ftranscriplase ¢ -.3‘--.,;_-:?,_,# chromosoms
i 2 e A o
Capsid breaks down;
. revarsa transcriptase
Synthesis of synthesizes a DNA
Viral mENA new viruses copy of the viral RNA.
( :6— - x DNA—_L '::b_—_\“
“:‘j HNA""'FH% w
S o __.-". o, SN _..-"'
Viral mRMA is Reverse transcriptasa
transcribed from synthesizes a second
the intagratad strand from tha DNA
proviral DA, COpy.
Double-stranded viral S
DMA is intagrated info

5-bp direct repeat of target DNA

Translation

-

Raevarse
transcriptase
v

Revarse
transcription




	14. Genomlar ve Genomik
	Slayt Numarası 2
	Slayt Numarası 3
	Slayt Numarası 4
	Slayt Numarası 5
	Slayt Numarası 6
	Slayt Numarası 7
	Slayt Numarası 8
	Slayt Numarası 9
	Slayt Numarası 10
	Slayt Numarası 11

