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Figures and Tables are taken from: Terence A. (T.A.) Brown. Genomes 4. Fourth edition. 2017. Garland Science: New York, NY. For educational purpose only.
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Figures and Tables are taken from: Terence A. (T.A.) Brown. Genomes 4. Fourth edition. 2017. Garland Science: New York, NY. For educational purpose only.
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Genome being annotated

-_-_-T-_- Inmiation codon Termination codon
Short ORF
5 I I
Gene T
Related genomeas m l
= I = I =~ = .~ mANA
|
= e e S untranslated F-untranslated
L ] L] L region ragion

Figures and Tables are taken from: Terence A. (T.A.) Brown. Genomes 4. Fourth edition. 2017. Garland Science: New York, NY. For educational purpose only.
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Figures and Tables are taken from: Terence A. (T.A.) Brown. Genomes 4. Fourth edition. 2017. Garland Science: New York, NY. For educational purpose only.
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