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Fig. 1. Protein charge vs. pH. Protein stability and ion exchange
media binding vary with total protein charge, which depends on pH.
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(f ® Proteinlerin ayristirlmasinda ¢ogunlukla seliloz iyon degistirici kullanilir.
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@ Large net negative charge Lehninger Principles of Biochemistry,

Fifth Edition, @ 2008 WH. Freeman and
Company



s Metrosep A Supp 16 - 100/4.0

Siparig numarasi: 6.1031.410

The Metrosep A Supp 16 is a high capacity separation column based on a
surface-functionalized polystyrene-divinylbenzene copolymer. The
functional groups are bonded covalently. The morphology of the anion
exchanger results in unique selectivity. In addition, this column type is
noteworthy for its high mechanical and chemical resilience.

The column is well-suited to applications with a high ionic load but which
require only relatively low resolution. Using the Metrosep A Supp 16 -

100/4.0 to determine bromate in water by means of the triiodide method
(EPA 326, DIN EN ISO 11206) is another of its numerous applications.

> Column Finder

Fiyat teklifi isteyin

Carrier material

Column capacity

Column dimensions

Eluents

Polystyrene-divinylbenzene copolymer with quaternary ammonium
groups

80 pmol (CI")

100 x 4.0 mm

Carbonate hydroxide eluent (standard eluent)

Sodium carbonate: 7.5 mmol/L; 1,580 mg/2 L

Sodium hydroxide (c = 0.25 mol/L): 0.75 mmol/L; 6.0 mL/2 L

(column temperature 45 °C)

Sulfuric acid eluent

Sulfuric acid (¢ = 1 mol/L): 100 mmol/L; 200 mL/2 L

Ammonium heptamolybdate (c = 2 mmol/L): 19.3 pmol/L; 19.3 mU/2 L
(column temperature 45 °C)

PCR reagent

Potassium iodide: 0.27 mol/L; 90 g/2 L
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* lyon degistirici yiki

Type of lon Exchanger Buffer Buffering Range
® |lineer qk|§ hizi Cation Acetic acid 4852
Citric acid 42-5.2
®* Ornek hacmi ve 6rnek fiziki, kimyasal 6zellikleri HEPES 68-82
Lactic acid
MES
® Negatif yikliyse katyon degistirici denir. Katyonlarla yerdegistirebilen (-) i
yUklu fpnksiyonel gruplar tasirlar. PIPES
TES
® Fibroz ya da boncuklu yapida olabilirler. Treine
Bicine
® Porozite agisindan da mikroporéz, makroporéz ya da nonporéz matriksler Bis_:ﬁs
de mevcuttur. Nonpordz matriksler yiksek rezolisyonlu separasyonlarda Diethanolamine
tercih edilir (difizyon etkisine dikkat). Mikroporlar baglanma kapasitesini Diethylamine
artirirken bant genislemesine sebep olabilir. L-histidine
Imidazole
* Hidrofilik /hidrofobik yiizey. Hidrofobik yiizeyli matrikslerde proteinler Pyridine

gugli baglanma nedeniyle geridénisimsiz hasara ugrayabilir. Tricine

Triethanolamine

Tris




® Akrilo

* Polistiren-divinilbenzen: F jzey, proteinler icin dusik baglanma kapasitesi

(f * Silika: pH>8 stabil degil
c
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Fig. 3. Salt gradient elution. Elution of proteins (blue trace) with an increasing salt gradient (red trace).
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® Antikor inkl

(j ® Protein deteksiyonu ve rijn’rijleme
@
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Table 1: Nitrocellulose vs PVDF membrane attributes

Attributes/Applications Nitrocellulose
Physical strength Poor
Protein binding capacity 100 - 200 pg/cm2
Solvent resistance No

Western transfer Yes

Wets out with water and aqueous transfer buffers Yes

Total protein stain Colloidal gold

Ponceau-S red

Amido black

India ink

Sypro® blot stains

Detection Chromogenic

Fluorescent

Radioactive
Yes
No

Western reprobing

Blot can be archived

/O

Chemiluminescent

PVDF

Good

150 — 450 pglcm?
Yes
Yes
No*

Colloidal gold
Ponceau-S red
Amido black
India ink
Sypro® blot stains
Coomassie® Blue dye
Chromogenic
Chemiluminescent
Fluorescent
Radioactive
Yes

Yes

Thermo Scientific Prerce Kit
for PYDF Membranes

Ponceau S stain
on PDVF
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B.
MAPK
(42, 44kDa)

C.
Ha-Ras
(21kDa)

D.
Ezrin
(81kDa)

E
Cyclin B1
(58kDa)

Thermo Scientific

Milk SuperBlock Blocking Buffer
—— -
- - ..8 -

- -




Inesant

® KemilUmine siyonu sirasinda sinyal verir.

® Florofor-konjuge antikorlarda s at gelistirme basamagi yok ama fluresan sinyalin
K exitasyon isik kaynagini detekt/dokimante edecek ayri ekipman gerekir.
@
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Western blot using alpha (a)-tubulin antibody.

n using alpha (a)-tubulin mouse
monoclonal primary antibody (Cat. N« 6-10501) 1 goat anti

mouse HRP conjugate

econdary antibody (Cat. No. 62-¢
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Figure 25. A comparison of “area” values returned by Image). &




