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1 ug SV40 DNA'sl, Haemophilus influenza endonukleaz | enzimi ile kesilmis.



TaBLE 1. Molecular weights of SV40 DN A fragments produced by cleavage with H. influenzae restriction endonuclease

Electron microscopy

Distribution of label

Sedimentation analysis

Molecular weight = Molecular weight

Molecular Molecular [8_2 i (P‘E)"‘m:l I:S_Q i (IE_Z)QH]
% length weight weight S1 Mi1 S1 M1
Product + 18D (X 10-%) % (X 10-%) 8 (X 10-%) (X 10-%)

A 21.8+1.6 6.5 24 s 10.1 6.1 9.4
9.8
9.7
9.4

B 13.9+t1.4 4.2 18 5.4 9.2 4.6 7.5
8.9
8.9

(o 10.6 =0.7* 3.2* 10.5* v 8 b

D 10.6 =0.7* 3.2* 10.5* 3.2* 8.2 3.2 5.9
8.2

E .7X1.4 2.3 7.5% 2.3t 7.6 2.4 4.7

F 7.5% 2.3t

G 1 2.1 7.3 2.0 4.2

H 3.9 1.2 7.0 1.7 3.6

I 5.3 1.0%

J 4.1 0.87%

K 3.6 0.74%

* These values were obtained with a mixture of C and D. Percent distribution of label was divided by 2.
T These values were obtained with a mixture of E and F. Percent distribution of label was divided by 2.
} Molecular weights were estimated from mobilities of the products in a 5%, polyacrylamide gel, with A through H as standards (see

Fig. 5).
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Clustered Regularly Interspersed Short Palindromic Repeats Array:
CRISPR

Double stranded DNA
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CAC CAC CAC CAC CAC CAC TGA —»
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Insiilin A zinciri
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Double Digest Finder

Use this tool to guide your reaction buffer selection when setting up double digests, a common timesaving
procedure. Choosing the right buffers will help you to avoid star activity and loss of product. Learn more
information about double digests, including how to set up a reaction.

Select 1st enzyme

Ndel N
Select 2nd enzyme
Xhol a

Ndel K¢ | R0O111 | 37°C | CutSmart® Buffer no 75 | 100 | 100 | 100

Xhol K 4Ry | R0146 | 37°C | CutSmart® Buffer no 75 | 100 | 100 | 100

Double Digest Recommendations for Ndel + Xhol:
* Digest in CutSmart® Buffer at 37°C.
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