8. Parsimoni ve
diger yontemler
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Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.
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Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.
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Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.



Frequency distribution of tree scores:
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Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.
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Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.
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Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.



Branch lengths and linkages for tree #1 {(unrooted)

Hode Connected Branch Standard --- L.R. test ---
to node length error InL diff P+
L20571(1} 26 0.895538 0.06838 390.948 «<0.001
15 26 0.10463 0.02367 B.440 =0.001
AF103B18 (2) 15 0.33927 0.02887 137.486 =0.001
X52154 (3} 15 0.33452 0.02B5E 125.842 «<0.001
25 26 0.21408 0.02630 32.721 «<0.001
U0a12y (4} 25 0.07713 0.00837 46.112 =0.001
24 25 0.02213 0.00682 4.1497 0.004
18 24 0.06180 0.00724 110.645 «<0.001
274268 (5} 16 0.06438 0.00663 132.276 =0.001
U27445 (8} 16 0.04B668 0.00582 E6.951 =0.001
23 24 0.01643 0.00438 14.143 =0.001
17 23 0.07067 0.00754 157.8090 =0.001
AFDETLSE (73 17 0.05477 0.00603 126.407 =0.001
08128 (8} 17 0.04148 0.00536 T3.886 =0.001
22 23 0.03517 0.00533 47.726 =0.001
18 22 0.04025 0.00614 90.813 «<0.001
27309 (9) 13 0.04582 000557 90.812 =0.001
V43386 (10D 13 0.05442 0. 00601 132.606 =0.001
21 22 0.03817 0.00549 60.776 «<0.001
20 21 0.01060 0.00319 11.560 «<0.001
19 20 0.00639 0.00237 B.840 =0.001
LO2317 ({11} 19 0.03638 0.00458 136.741 «<0.001
AFO42106 (143 19 0.04899 0.00529 199.615 =<0.001
AF025763 (12) 20 0.04503 0.00512 190.207 =0.001
UoB443 (130 21 0.04405 0.005149 138.658 =0.001
Sum 2.81762

Figures and tables are taken from: Lemey, P., Salemi, M., & Vandamme, A. M. (Eds.). (2009). The phylogenetic handbook: a practical approach to phylogenetic analysis and hypothesis testing. Cambridge University Press. For educational use only.
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