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3. Polar: positively charged (basic) fl\le 4, Polar: negatively charged (acidic)
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Histidine Lysine Arginine Aspartic acid Glutamic acid
(His, H) (Lys, K) (Arg, R) (Asp, D) (Gly, E)

Chemical structures and designations of the 20 amino acids encoded by living
organisms, divided into four major categories. Each amino acid has two abbreviations in universal
use; for example, alanine is designated either Ala or A.




Peptide Bond

Amino end Carboxyl end

Peptide bond

gl b v Peptide bond formation between two amino
acids, resulting from a dehydration reaction.




a-hHelix and B-plated sheet

(a) « helix (b) B-pleated sheet

Key

Hydrogen bond
Covalent bond -

: / O atom

—— C atom of carboxyl group

Central C atom — — N atom
R group — J— H atom
—— Hydrogen bond

el PSS (a) The right-handed a helix, which represents one form of secondary structure
of a polypeptide chain. (b) The B-pleated sheet, an alternative form of secondary structure of
polypeptide chains.To maintain clarity, not all atoms are shown.




Tertiary and quaternary level

a chain
Heme group

e B L The quaternary level of protein structure as
seen in hemoglobin. Four chains (two aand two B) interact

: b 2 with four heme groups to form the functional molecule.
st B R The tertiary level of protein structure for the group

respiratory pigment myoglobin.The bound oxygen atom is
shown in red.




Exon Shuffling

EGF domain
Signal (homology to Transmembrane
sequence epidermal growth factor) domain
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LDL-binding site Oligosaccharide-rich domain Cytosolic
(homology to (covalent attachment domain
complement factor C9) of sugars)

The 18 exons encoding the LDL receptor protein are organized
into five functional domains and one signal sequence.




